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<213> Rat t us norvegicus 
<400> 7 

Met lie Gin Lys Pro Gin Met Tyr Val Tyr lie Tyr Leu Phe Val Leu 

15 10 15 

lie Ala Ala Gly Pro Val Asp Leu Asn Glu Asp Ser Glu Arg Glu Ala 

20 25 30 

Asn Val Glu Lys Glu Gly Leu Cys Asn Ala Cys Ala Trp Arg Gin Asn 

35 40 45 

Thr Arg Tyr Ser Arg lie Glu Ala lie Lys lie Gin lie Leu Ser Lys 

50 55 60 

Leu Arg Leu Glu Thr Ala Pro Asn lie Ser Lys Asp Ala lie Arg Gin 
65 70 75 80 

Leu Leu Pro Arg Ala Pro Pro Leu Arg Glu Leu lie Asp Gin Tyr Asp 

85 90 95 

Val Gin Arg Asp Asp Ser Ser Asp Gly Ser Leu Glu Asp Asp Asp Tyr 

100 105 110 

His Ala Thr Thr Glu Thr lie lie Thr Met Pro Thr Glu Ser Asp Phe 

115 120 125 

Leu Met Gin Ala Asp Gly Lys Pro Lys Cys Cys Phe Phe Lys Phe Ser 

130 135 140 

Ser Lys lie Gin Tyr Asn Lys Val Val Lys Ala Gin Leu Trp lie Tyr 
145 150 155 160 

Leu Arg Ala Val Lys Thr Pro Thr Thr Val Phe Val Gin lie Leu Arg 

165 170 175 

Leu lie Lys Pro Met Lys Asp Gly Thr Arg Tyr Thr Gly lie Arg Ser 

180 185 190 

Leu Lys Leu Asp Met Ser Pro Gly Thr Gly lie Trp Gin Ser lie Asp 

195 200 205 

Val Lys Thr Val Leu Gin Asn Trp Leu Lys Gin Pro Glu Ser Asn Leu 

210 215 220 

Gly lie Glu lie Lys Ala Leu Asp Glu Asn Gly His Asp Leu Ala Val 
225 230 235 240 

Thr Phe Pro Gly Pro Gly Glu Asp Gly Leu Asn Pro Phe Leu Glu Val 

245 250 255 

Lys Val Thr Asp Thr Pro Lys Arg Ser Arg Arg Asp Phe Gly Leu Asp 

260 265 270 

Cys Asp Glu His Ser Thr Glu Ser Arg Cys Cys Arg Tyr Pro Leu Thr 

275 280 285 

Val Asp Phe Glu Ala Phe Gly Trp Asp Trp lie lie Ala Pro Lys Arg 

290 295 300 

Tyr Lys Ala Asn Tyr Cys Ser Gly Glu Cys Glu Phe Val Phe Leu Gin 
305 310 315 320 

Lys Tyr Pro His Thr His Leu Val His Gin Ala Asn Pro Arg Gly Ser 

325 330 335 

Ala Gly Pro Cys Cys Thr Pro Thr Lys Met Ser Pro lie Asn Met Leu 




340 v 345 350 

Tyr Phe Asn Gly Lys Glu Gin lie lie Tyr Gly Lys lie Pro Ala Met 

355 360 365 

Val Val Asp Arg Cys Gly Cys Ser 
370 375 



<210> 8 

<211> 375 

<212> PRT 

<213> Sus scrofa 

<400> 8 

Met Gin Lys Leu Gin lie Tyr Val Tyr lie Tyr Leu Phe Met Leu lie 

15 10 15 

Val Ala Gly Pro Val Asp Leu Asn Glu Asn Ser Glu Gin Lys Glu Asn 

20 25 30 

Val Glu Lys Glu Gly Leu Cys Asn Ala Cys Met Trp Arg Gin Asn Thr 

35 40 45 

Lys Ser Ser Arg Leu Glu Ala lie Lys lie Gin lie Leu Ser Lys Leu 

50 55 60 

Arg Leu Glu Thr Ala Pro Asn lie Ser Lys Asp Ala lie Arg Gin Leu 
65 70 75 80 

Leu Pro Lys Ala Pro Pro Leu Arg Glu Leu lie Asp Gin Tyr Asp Val 

85 90 95 

Gin Arg Asp Asp Ser Ser Asp Gly Ser Leu Glu Asp Asp Asp Tyr His 

100 105 110 

Ala Thr Thr Glu Thr lie lie Thr Met Pro Thr Glu Ser Asp Leu Leu 

115 120 125 

Met Gin Val Glu Gly Lys Pro Lys Cys Cys Phe Phe Lys Phe Ser Ser 

130 135 140 

Lys lie Gin Tyr Asn Lys Val Val Lys Ala Gin Leu Trp lie Tyr Leu 
145 150 155 160 

Arg Pro Val Lys Thr Pro Thr Thr Val Phe Val Gin lie Leu Arg Leu 

165 170 175 

lie Lys Pro Met Lys Asp Gly Thr Arg Tyr Thr Gly lie Arg Ser Leu 

180 185 190 

Lys Leu Asp Met Asn Pro Gly Thr Gly lie Trp Gin Ser lie Asp Val 

195 200 205 

Lys Thr Val Leu Gin Asn Trp Leu Lys Gin Pro Glu Ser Asn Leu Gly 

210 215 220 

lie Glu lie Lys Ala Leu Asp Glu Asn Gly His Asp Leu Ala Val Thr 
225 230 235 240 

Phe Pro Gly Pro Gly Glu Asp Gly Leu Asn Pro Phe Leu Glu Val Lys 

245 250 255 

Val Thr Asp Thr Pro Lys Arg Ser Arg Arg Asp Phe Gly Leu Asp Cys 

260 265 270 

Asp Glu His Ser Thr Glu Ser Arg Cys Cys Arg Tyr Pro Leu Thr Val 

275 280 285 

Asp Phe Glu Ala Phe Gly Trp Asp Trp lie lie Ala Pro Lys Arg Tyr 

290 295 300 

Lys Ala Asn Tyr Cys Ser Gly Glu Cys Glu Phe Val Phe Leu Gin Lys 
305 310 315 320 

Tyr Pro His Thr His Leu Val His Gin Ala Asn Pro Arg Gly Ser Ala 

325 330 335 

Gly Pro Cys Cys Thr Pro Thr Lys Met Ser Pro lie Asn Met Leu Tyr 

340 345 350 



8 



Phe Asn Gly Lys Glu Gin lie lie Tyr Gly Lys lie Pro Ala Met Val 

355 . ' 360 365 

Val Asp Arg Cys Gly Cys Ser 
370 375 



<210> 9 

<211> 374 

<212> PRT 

<213> Danio rer 

<400> 9 

Met His Phe Thr 
1 

Gly Pro Val Gly 

20 

Ala Thr Glu Glu 
35 

Ser Lys Leu Met 
50 

Leu Arg Leu Lys 
65 

Leu Leu Pro Lys 

Val Leu Gly Asp 

100 

His Ala Thr Thr 

115 

lie Val Gin Val 
130 

Pro Lys lie Gin 
145 

Leu Arg Pro Ala 

Leu Met Pro Val 

180 

lie Asp Val Asn 
195 

Gin Val Leu Thr 
210 

Glu lie Asn Ala 
225 

Thr Glu Thr Gly 

Ser Glu Gly Pro 

260 

Glu Asn Ser Ser 
275 

Phe Glu Asp Phe 
290 

Ala Asn Tyr Cys 
305 

Pro His Thr His 

Pro Cys Cys Thr 

340 

Asn Gly Lys Glu 



io 



Gin Val Leu lie 
5 

Tyr Gly Asp lie 

Ser Glu Leu Cys 

40 

Arg Leu His Ala 
55 

Gin Ala Pro Asn 
70 

Ala Pro Pro Leu 
85 

Asp Ser Lys Asp 

Glu Thr lie Met 

120 

Asp Arg Lys Pro 
135 

Ala Asn Arg lie 
150 

Glu Glu Ala Thr 
165 

Lys Asp Gly Gly 

Ala Gly Val Thr 

200 

Val Trp Leu Lys 
215 

Tyr Asp Ala Lys 
230 

Glu Asp Gly Leu 
245 

Lys Arg lie Arg 

Glu Ser Arg Cys 

280 

Gly Trp Asp Trp 
295 

Ser Gly Glu Cys 
310 

Leu Val Asn Lys 
325 

Pro Thr Lys Met 
Gin lie lie Tyr 



Ser Leu Ser Val 
10 

Thr Ala His Gin 
25 

Ser Thr Cys Glu 

lie Lys Ser Gin 

60 

lie Ser Arg Asp 
75 

Gin Gin Leu Leu 
90 

Gly Ala Val Glu 
105 

Thr Met Ala Thr 

Lys Cys Cys Phe 

140 

Val Arg Ala Gin 

155 

Thr Val Phe Leu 
170 

Arg His Arg lie 
185 

Ser Trp Gin Ser 

Gin Pro Glu Thr 

220 

Gly Asn Asp Leu 
235 

Leu Pro Phe Met 
250 

Arg Asp Ser Gly 
265 

Cys Arg Tyr Pro 

lie lie Ala Pro 

300 

Asp Tyr Met Tyr 
315 

Ala Ser Pro Arg 
330 

Ser Pro lie Asn 
345 

Gly Lys lie Pro 



Leu lie Ala Cys 
15 

Gin Pro Ser Thr 
30 

Phe Arg Gin His 
45 

lie Leu Ser Lys 

Val Val Lys Gin 

80 

Asp Gin Tyr Asp 
95 

Glu Asp Asp Glu 
110 

Glu Pro Asp Pro 
125 

Phe Ser Phe Ser 

Leu Trp Val His 

160 

Gin lie Ser Arg 
175 

Arg Ser Leu Lys 
190 

lie Asp Val Lys 
205 

Asn Arg Gly lie 

Ala Val Thr Ser 

240 

Glu Val Lys lie 
255 

Leu Asp Cys Asp 
270 

Leu Thr Val Asp 
285 

Lys Arg Tyr Lys 

Leu Gin Lys Tyr 

320 

Gly Thr Ala Gly 
335 

Met Leu Tyr Phe 
350 

Ser Met Val Val 



9 



355 , 360 365 

Asp Arg Cys Gly Cys Ser 
370 



<210> 10 
<211> 375 
<212> PRT 

<213> Papio hamadryas 
<400> 10 

Met Gin Lys Leu Gin Leu Cys Val Tyr lie Tyr Leu Phe Met Leu lie 

15 10 15 

Val Ala Gly Pro Val Asp Leu Asn Glu Asn Ser Glu Gin Lys Glu Asn 

20 25 30 

Val Glu Lys Glu Gly Leu Cys Asn Ala Cys Thr Trp Arg Gin Asn Thr 

35 40 45 

Lys Ser Ser Arg lie Glu Ala lie Lys lie Gin lie Leu Ser Lys Leu 

50 55 60 

Arg Leu Glu Thr Ala Pro Asn lie Ser Lys Asp Ala lie Arg Gin Leu 
65 70 75 80 

Leu Pro Lys Ala Pro Pro Leu Arg Glu Leu lie Asp Gin Tyr Asp Val 

85 90 95 

Gin Arg Asp Asp Ser Ser Asp Gly Ser Leu Glu Asp Asp Asp Tyr His 

100 105 110 

Ala Thr Thr Glu Thr lie lie Thr Met Pro Thr Glu Ser Asp Phe Leu 

115 120 125 

Met Gin Val Asp Gly Lys Pro Lys Cys Cys Phe Phe Lys Phe Ser Ser 

130 135 140 

Lys lie Gin Tyr Asn Lys Val Val Lys Ala Gin Leu Trp lie Tyr Leu 
145 150 155 160 

Arg Pro Val Glu Thr Pro Thr Thr Val Phe Val Gin lie Leu Arg Leu 

165 170 175 

lie Lys Pro Met Lys Asp Gly Thr Arg Tyr Thr Gly lie Arg Ser Leu 

180 185 190 

Lys Leu Asp Met Asn Pro Gly Thr Gly lie Trp Gin Ser lie Asp Val 

195 200 205 

Lys Thr Val Leu Gin Asn Trp Leu Lys Gin Pro Glu Ser Asn Leu Gly 

210 215 220 

lie Glu lie Lys Ala Leu Asp Glu Asn Gly His Asp Leu Ala Val Thr 
225 230 235 240 

Phe Pro Gly Pro Gly Glu Asp Gly Leu Asn Pro Phe Leu Glu Val Lys 

245 250 255 

Val Thr Asp Thr Pro Lys Arg Ser Arg Arg Asp Phe Gly Leu Asp Cys 

260 265 270 

Asp Glu His Ser Thr Glu Ser Arg Cys Cys Arg Tyr Pro Leu Thr Val 

275 280 285 

Asp Phe Glu Ala Leu Gly Trp Asp Trp lie lie Ala Pro Lys Arg Tyr 

290 295 300 

Lys Ala Asn Tyr Cys Ser Gly Glu Cys Glu Phe Val Phe Leu Gin Lys 
305 310 315 320 

Tyr Pro His Thr His Leu Val His Gin Ala Asn Pro Arg Gly Ser Ala 

325 330 335 

Gly Pro Cys Cys Thr Pro Thr Lys Met Ser Pro lie Asn Met Leu Tyr 

340 345 350 

Phe Asn Gly Lys Glu Gin lie lie Tyr Gly Lys lie Pro Ala Met Val 
355 360 365 



10 



Val Asp Arg Cys Gly £ys Ser 
370 . 375 



<210> 11 
<211> 109 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> PEPTIDE 
<222> (1) . . (109) 

<223> Identical to residues 267-375 in SEQ ID NO: 1 
<400> 11 



Asp 


Phe 


Gly 


Leu 


Asp 


Cys 


Asp 


Glu 


His 


Ser 


Thr 


Glu 


Ser 


Arg 


Cys 


Cys 


1 








5 










10 










15 




Arg 


Tyr 


Pro 


Leu 


Thr 


Val 


Asp 


Phe 


Glu 


Ala 


Phe 


Gly 


Trp 


Asp 


Trp 


He 








20 










25 










30 






He 


Ala 


Pro 


Lys 


Arg 


Tyr 


Lys 


Ala 


Asn 


Tyr 


Cys 


Ser 


Gly 


Glu 


Cys 


Glu 






35 










40 










45 








Phe 


Val 


Phe 


Leu 


Gin 


Lys 


Tyr 


Pro 


His 


Thr 


His 


Leu 


Val 


His 


Gin 


Ala 




50 










55 










60 










Asn 


Pro 


Arg 


Gly 


Ser 


Ala 


Gly 


Pro 


Cys 


Cys 


Thr 


Pro 


Thr 


Lys 


Met 


Ser 


65 










70 










75 










80 


Pro 


He 


Asn 


Met 


Leu 


Tyr 


Phe 


Asn 


Gly 


Lys 


Glu 


Gin 


He 


He 


Tyr 


Gly 










85 










90 










95 




Lys 


He 


Pro 


Ala 


Met 


Val 


Val 


Asp 


Arg 


Cys 


Gly 


Cys 


Ser 









100 105 



<210> 12 
<211> 109 
<212> PRT 
<213> Bos taurus 

<220> 

<221> PEPTIDE 
<222> (1) . . (109) 

<223> Identical to residues 267-375 in SEQ ID NO: 5 
<400> 12 



Asp 


Phe 


Gly 


Leu 


Asp 


Cys 


Asp 


Glu 


His 


Ser 


Thr 


Glu 


Ser 


Arg 


Cys 


Cys 


1 








5 










10 










15 




Arg 


Tyr 


Pro 


Leu 


Thr 


Val 


Asp 


Phe 


Glu 


Ala 


Phe 


Gly 


Trp Asp 


Trp 


He 








20 










25 










30 






He 


Ala 


Pro 
35 


Lys 


Arg 


Tyr 


Lys 


Ala 
40 


Asn 


Tyr 


Cys 


Ser 


Gly 
45 


Glu 


Cys 


Glu 


Phe 


Val 
50 


Phe 


Leu 


Gin 


Lys 


Tyr 

55 


Pro 


His 


Thr 


His 


Leu 
60 


Val 


His 


Gin 


Ala 


Asn 


Pro 


Arg 


Gly 


Ser 


Ala 


Gly 


Pro 


Cys 


Cys 


Thr 


Pro 


Thr 


Lys 


Met 


Ser 


65 










70 










75 










80 


Pro 


He 


Asn 


Met 


Leu 
85 


Tyr 


Phe 


Asn 


Gly 


Glu 
90 


Gly 


Gin 


lie 


He 


Tyr 
95 


Gly 


Lys 


He 


Pro 


Ala 
100 


Met 


Val 


Val 


Asp 


Arg 
105 


Cys 


Gly 


Cys 


Ser 









<210> 13 
<211> 15 
<212> PRT 

<213> Clostridium tetani 
<400> 13 

Gin Tyr lie Lys Ala Asn Ser Lys Phe lie Gly lie Thr Glu Leu 
15 10 15 

<210> 14 
<211> 21 
<212> PRT 

<213> Clostridium tetani 
<400> 14 

Phe Asn Asn Phe Thr Val Ser Phe Trp Leu Arg Val Pro Lys Val Ser 
15 10 15 

Ala Ser His Leu Glu 

20 



<210> 15 
<211> 109 
<212> PRT 

<213> Artificial sequence 
<220> 

<221> MUTAGEN 
<222> (18) . . (32) 

<223> Tetanus toxoid P2 epitope (SEQ ID NO: 13) 
<220> 

<221> SIMILAR 
<222> (1) . . (17) 

<223> Identical to residues 267-283 in SEQ ID NO: 1 
<220> 

<221> SIMILAR 
<222> (33) . . (109) 

<223> Identical to residues 299-375 in SEQ ID NO: 1 
<220> 

<221> SITE 
<222> (73) 
<223> Cys or Ser 

<220> 

<221> SITE 

<222> (90) . . (91) 

<223> Lys Glu or Glu Gly 

<400> 15 

Asp Phe Gly Leu Asp Cys Asp Glu His Ser Thr Glu Ser Arg Cys Cys 

15 10 15 

Arg Gin Tyr lie Lys Ala Asn Ser Lys Phe lie Gly lie Thr Glu Leu 



12 



20 

lie Ala Pro Lys 
35 

Phe Val Phe Leu 
50 

Asn Pro Arg Gly 
65 

Pro lie Asn Met 

Lys lie Pro Ala 

100 



Arg Tyr Lys Ala 

40 

Gin Lys Tyr Pro 
55 

Ser Ala Gly Pro 
70 

Leu Tyr Phe Asn 
85 

Met Val Val Asp 



25 

Asn Tyr Cys Ser 

His Thr His Leu 

60 

Cys Cys Thr Pro 
75 

Gly Lys Glu Gin 
90 

Arg Cys Gly Cys 
105 



Gly Glu Cys Glu 
45 

Val His Gin Ala 

Thr Lys Met Ser 

80 

lie lie Tyr Gly 
95 

Ser 



<210> 16 
<211> 109 
<212> PRT 

<213> Artificial sequence 



<220> 

<221> MUTAGEN 
<222> (52) . . (66) 

<223> Tetanus toxoid P2 epitope (SEQ ID NO: 13) 
<220> 

<221> SIMILAR 
<222> (1) . . (51) 

<223> Identical to residues 267-317 in SEQ ID NO: 1 
<220> 

<221> SIMILAR 
<222> (67) . . (109) 

<223> Identical to residues 333-375 in SEQ ID NO: 1 



<220> 

<221> SITE 

<222> (73) 

<223> Cys or Ser 



<220> 

<221> SITE 

<222> (90) . . (91) 

<223> Lys Glu or Glu Gly 



<400> 16 




























Asp 


Phe 


Gly 


Leu 


Asp 


Cys 


Asp 


Glu 


His 


Ser 


Thr 


Glu 


Ser 


Arg 


Cys 


Cys 


1 








5 










10 










15 




Arg 


Tyr 


Pro 


Leu 


Thr 


Val 


Asp 


Phe 


Glu 


Ala 


Phe 


Gly 


Trp 


Asp 


Trp 


He 








20 










25 










30 






He 


Ala 


Pro 


Lys 


Arg 


Tyr 


Lys 


Ala 


Asn 


Tyr 


Cys 


Ser 


Gly 


Glu 


Cys 


Glu 






35 










40 










45 








Phe 


Val 


Phe 


Gin 


Tyr 


He 


Lys 


Ala 


Asn 


Ser 


Lys 


Phe 


He 


Gly 


He 


Thr 




50 










55 










60 










Glu 


Leu 


Arg 


Gly 


Ser 


Ala 


Gly 


Pro 


Cys 


Cys 


Thr 


Pro 


Thr 


Lys 


Met 


Ser 


65 










70 










75 










80 


Pro 


He 


Asn 


Met 


Leu 


Tyr 


Phe 


Asn 


Gly 


Lys 


Glu 


Gin 


He 


He 


Tyr 


Gly 










85 










90 










95 




Lys 


He 


Pro 


Ala 


Met 


Val 


Val 


Asp 


Arg 


Cys 


Gly 


Cys 


Ser 









100 . 105 



<210> 17 
<211> 109 
<212> PRT 

<213> Artificial sequence 
<220> 

<221> MUTAGEN 
<222> (83) . . (97) 

<223> Tetanus toxoid P2 epitope (SEQ ID NO: 13) 
<220> 

<221> SIMILAR 
<222> (1) . . (82) 

<223> Identical to residues 267-348 in SEQ ID NO: 1 
<220> 

<221> SIMILAR 
<222> (98) . . (109) 

<223> Identical to residues 364-375 in SEQ ID NO: 1 
<220> 

<221> SITE 
<222> (73) 
<223> Cys or Ser 

<220> 

<221> SITE 

<222> (90) . . (91) 

<223> Lys Glu or Glu Gly 

<400> 17 



Asp 


Phe 


Gly 


Leu 


Asp 


Cys 


Asp 


Glu 


His 


Ser 


Thr 


Glu 


Ser 


Arg 


Cys 


Cys 


1 








5 










10 










15 




Arg 


Tyr 


Pro 


Leu 
20 


Thr 


Val 


Asp 


Phe 


Glu 
25 


Ala 


Phe 


Gly 


Trp 


Asp 
30 


Trp 


He 


He 


Ala 


Pro 
35 


Lys 


Arg 


Tyr 


Lys 


Ala 
40 


Asn 


Tyr 


Cys 


Ser 


Gly 
45 


Glu 


Cys 


Glu 


Phe 


Val 
50 


Phe 


Leu 


Gin 


Lys 


Tyr 

55 


Pro 


His 


Thr 


His 


Leu 
60 


Val 


His 


Gin 


Ala 


Asn 


Pro 


Arg 


Gly 


Ser 


Ala 


Gly 


Pro 


Cys 


Cys 


Thr 


Pro 


Thr 


Lys 


Met 


Ser 


65 










70 










75 










80 


Pro 


He 


Gin 


Tyr 


He 
85 


Lys 


Ala 


Asn 


Ser 


Lys 
90 


Phe 


He 


Gly 


He 


Thr 
95 


Glu 


Leu 


He 


Pro 


Ala 
100 


Met 


Val 


Val 


Asp 


Arg 
105 


Cys 


Gly 


Cys 


Ser 









<210> 18 
<211> 109 
<212> PRT 

<213> Artificial sequence 
<220> 

<221> MUTAGEN 

14 



<222> (21) . . (41) 

<223> Tetanus toxoid P30 epitope (SEQ ID NO: 14) 
<220> 

<221> SIMILAR 
<222> (42) . . (109) 

<223> Identical to residues 307-375 in SEQ ID NO: 1 
<220> 

<221> SIMILAR 
<222> (42) . . (109) 

<223> Identical to residues 308-375 in SEQ ID NO: 1 
<220> 

<221> SITE 
<222> (73) 
<223> Cys or Ser 

<220> 

<221> SITE 

<222> (90) . . (91) 

<223> Lys Glu or Glu Gly 

<400> 18 



Asp 


Phe 


Gly 


Leu 


Asp 


Cys 


Asp 


Glu 


His 


Ser 


Thr 


Glu 


Ser 


Arg 


Cys 


Cys 


1 








5 










10 










15 




Arg 


Tyr 


Pro 


Leu 
20 


Phe 


Asn 


Asn 


Phe 


Thr 

25 


Val 


Ser 


Phe 


Trp 


Leu 

30 


Arg 


Val 


Pro 


Lys 


Val 

35 


Ser 


Ala 


Ser 


His 


Leu 
40 


Glu 


Tyr 


Cys 


Ser 


Gly 
45 


Glu 


Cys 


Glu 


Phe 


Val 
50 


Phe 


Leu 


Gin 


Lys 


Tyr 

55 


Pro 


His 


Thr 


His 


Leu 
60 


Val 


His 


Gin 


Ala 


Asn 


Pro 


Arg 


Gly 


Ser 


Ala 


Gly 


Pro 


Cys 


Cys 


Thr 


Pro 


Thr 


Lys 


Met 


Ser 


65 










70 










75 










80 


Pro 


lie 


Asn 


Met 


Leu 
85 


Tyr 


Phe 


Asn 


Gly 


Lys 
90 


Glu 


Gin 


He 


He 


Tyr 
95 


Gly 


Lys 


lie 


Pro 


Ala 
100 


Met 


Val 


Val 


Asp 


Arg 
105 


Cys 


Gly 


Cys 


Ser 









<210> 19 
<211> 109 
<212> PRT 

<213> Artificial sequence 
<220> 

<221> MUTAGEN 
<222> (49) . . (69) 

<223> Tetanus toxoid P30 epitope (SEQ ID NO: 14) 
<220> 

<221> SIMILAR 
<222> (1) . . (48) 

<223> Identical to residues 267-314 in SEQ ID NO: 1 
<220> 

<221> SIMILAR 

15 



<222> (70) . . (109) 

<223> Identical to residues 336-375 in SEQ ID NO: 1 
<220> 

<221> SITE 
<222> (73) 
<223> Cys or Ser 

<220> 

<221> SITE 

<222> (90) . . (91) 

<223> Lys Glu or Glu Gly 

<400> 19 
Asp Phe Gly Leu 
1 

Arg Tyr Pro Leu 

20 

lie Ala Pro Lys 
35 

Phe Asn Asn Phe 
50 

Ala Ser His Leu 
65 

Pro lie Asn Met 

Lys lie Pro Ala 

100 



Asp Cys Asp Glu 
5 

Thr Val Asp Phe 

Arg Tyr Lys Ala 

40 

Thr Val Ser Phe 
55 

Glu Ala Gly Pro 
70 

Leu Tyr Phe Asn 
85 

Met Val Val Asp 



His Ser Thr Glu 
10 

Glu Ala Phe Gly 
25 

Asn Tyr Cys Ser 

Trp Leu Arg Val 

60 

Cys Cys Thr Pro 
75 

Gly Lys Glu Gin 
90 

Arg Cys Gly Cys 
105 



Ser Arg Cys Cys 
15 

Trp Asp Trp lie 
30 

Gly Glu Cys Glu 
45 

Pro Lys Val Ser 

Thr Lys Met Ser 

80 

lie lie Tyr Gly 
95 

Ser 



<210> 20 
<211> 109 

<212> PRT 

<213> Artificial sequence 
<220> 

<221> MUTAGEN 
<222> (79) . . (99) 

<223> Tetanus toxoid P30 epitope (SEQ ID NO: 14) 
<220> 

<221> SIMILAR 
<222> (1) . . (78) 

<223> Identical to residues 267-345 in SEQ ID NO: 1 
<220> 

<221> SIMILAR 
<222> (100) . . (109) 

<223> Identical to residues 366-375 in SEQ ID NO: 1 
<220> 

<221> SITE 

<222> (73) 

<223> Cys or Ser 

<220> 

<221> SITE 



16 



<222> (90) . . (91) 

<223> Lys Glu or Glu Gly 

<400> 20 





Phe 


Glv 


T 

J— 1 u. 


Aqn 




A^n 

no 


Kin 


Hi c> 


Q Q >- 




O-L Li 


Ser 


Arg 




P \/c; 
\s y o 


1 
J. 


















i n 














Arg 


Tyr 


Pro 


Leu 


Thr 


Val 


Asp 


Phe 


Glu 


Ala 


Phe 


Gly 


Trp Asp 


Trp 


He 




























30 






He 


Ala 


Pro 


Lys 


Arg 


Tyr 


Lys 


Ala 
40 


Asn 


Tyr 


Cys 


Ser 


Gly 
45 


Glu 


Cys 


Glu 


Phe 


Val 
50 


Phe 


Leu 


Gin 


Lys 


Tyr 
55 


Pro 


His 


Thr 


His 


Leu 
60 


Val 


His 


Gin 


Ala 


Asn 


Pro 


Arg 


Gly 


Ser 


Ala 


Gly 


Pro 


Cys 


Cys 


Thr 


Pro 


Thr 


Lys 


Phe 


Asn 


65 










70 










75 










80 


Asn 


Phe 


Thr 


Val 


Ser 
85 


Phe 


Trp 


Leu 


Arg 


Val 
90 


Pro 


Lys 


Val 


Ser 


Ala 
95 


Ser 


His 


Leu 


Glu 


Ala 
100 


Met 


Val 


Val 


Asp 


Arg 
105 


Cys 


Gly 


Cys 


Ser 









<210> 21 
<211> 109 
<212> PRT 

<213> Artificial sequence 
<220> 

<221> MUTAGEN 
<222> (84) . . (104) 

<223> Tetanus toxoid P30 epitope (SEQ ID NO: 14) 
<220> 

<221> SIMILAR 
<222> (1) . . (83) 

<223> Identical to residues 267-349 in SEQ ID NO: 1 

<220> 

<221> SIMILAR 
<222> (105) . . (109) 

<223> Identical to residues 371-375 in SEQ ID NO: 1 
<220> 

<221> SITE 
<222> (73) 
<223> Cys or Ser 

<220> 

<221> SITE 

<222> (90) . . (91) 

<223> Lys Glu or Glu Gly 

<400> 21 

Asp Phe Gly Leu Asp Cys Asp Glu His Ser Thr Glu Ser Arg Cys Cys 

15 10 15 

Arg Tyr Pro Leu Thr Val Asp Phe Glu Ala Phe Gly Trp Asp Trp He 

20 25 30 

He Ala Pro Lys Arg Tyr Lys Ala Asn Tyr Cys Ser Gly Glu Cys Glu 
35 40 45 



17 




Phe Val Phe Leu Gin t Lys Tyr Pro 

50 . 55 

Asn Pro Arg Gly Ser Ala Gly Pro 

65 70 
Pro lie Asn Phe Asn Asn Phe Thr 

85 

Lys Val Ser Ala Ser His Leu Glu 

100 



His Thr His Leu Val His Gin Ala 

60 

Cys Cys Thr Pro Thr Lys Met Ser 
75 80 
Val Ser Phe Trp Leu Arg Val Pro 

90 95 
Arg Cys Gly Cys Ser 
105 



<210> 22 
<211> 254 
<212> PRT 

<213> Artificial sequence 



<220> 

<221> SIMILAR 
<222> (110) . . (124) 

<223> Tetanus toxoid P2 epitope (SEQ ID NO: 13) 
<220> 

<221> SIMILAR 
<222> (125) . . (145) 

<223> Diptheria toxoid P30 epitope (SEQ ID NO: 14) 
<220> 

<221> SIMILAR 
<222> (1) . . (109) 

<223> 109 C-terminal residues of human and bovine GDF-8 
(residues 267-375 in SEQ ID NO: 1) 

<220> 

<221> SIMILAR 
<222> (146) . . (254) 

<223> 109 C-terminal residues of human and bovine GDF-8 
(residues 267-375 in SEQ ID NO: 1 



<220> 

<221> SITE 

<222> (90) . . (91) 

<223> Lys Glu or Glu Gly 

<220> 

<221> SITE 

<222> (235) . . (236) 

<223> Identical to (90).. (91) 



<400> 22 
Asp Phe Gly Leu 
1 

Arg Tyr Pro Leu 

20 

lie Ala Pro Lys 
35 

Phe Val Phe Leu 
50 

Asn Pro Arg Gly 



Asp Cys Asp Glu 
5 

Thr Val Asp Phe 

Arg Tyr Lys Ala 

40 

Gin Lys Tyr Pro 
55 

Ser Ala Gly Pro 



His Ser Thr Glu 
10 

Glu Ala Phe Gly 
25 

Asn Tyr Cys Ser 

His Thr His Leu 

60 

Cys Cys Thr Pro 
18 



Ser Arg Cys Cys 
15 

Trp Asp Trp lie 
30 

Gly Glu Cys Glu 
45 

Val His Gin Ala 
Thr Lys Met Ser 













i n 










75 










o u 


Pro 


He 


Asn 


Met 


Leu 

o o 


Tyr 


Phe 


Asn 


Gly 


Lys 


Glu 


Gin 


He 


He 


Tyr 
Q t; 


Gly 


Lys 


He 


Pro 


Ala 


Met 


Val 


Val 


Asp 


Arg 


Cys 


Gly Cys 


Ser 


Gin 


Tyr 


He 








i no 

X \J \J 




















X X u 








Ala 


IIS 


Ser 

Kj J- 


u y o 


Php 


Hp 


Gl v 

vj -L _y 

i z. \j 


T 1 p 


Thr 
j. in 


Glu 


Leu 


Php 

IT 1 It. 

1 OC 
X c. D 


Aon 
no 1 i 


7\ o -n 


Php 


Thr 


Val 

x j VJ 


Ser 


Phe 


Trp 


Leu 


Arg 

1 3S 

X -J o 


Val 


Pro 


Lys 


Val 


Ser 

1 *i VJ 


Ala 


Ser 


His 


Leu 


Glu 


Asp 


Phe 


Gly 


Leu 


Asp 


Cys 


Asp 


Glu 


His 


Ser 


Thr 


Glu 


Ser 


Arg 


Cys 


1 4 S 

X *3 -J 










i sn 










ijj 










1 &C\ 
X DU 


Cys 


Arg 


Tyr 


Pro 


Leu 

1DJ 


Thr 


Val 


Asp 


Phe 


Glu 
x / u 


rtX d 


Php 


Gly 


Trp 


Asp 

X / D 


Trp 


He 


He 


Ala 


Pro 

lOU 


Lys 


Arg 


Tyr 


Lys 


Ala 

IOC 
ID J 


Asn 


Tyr 


Cys 


Ser 


Gly 


Glu 


Cys 


VJJ _L U. 


Php 


v d J_ 
i j j 


Ir i its 


T on 






i yr 
zuu 


IT I. U 


nio 


Thr 


His 


iieu 
9 n ^ 


V ax 


U -J o 

nis 


bin 


Ala 


Asn 

OTA 

Z 10 


Pro 


Arg 


Gly 


Ser 


Ala 
215 


Gly 


Pro 


Cys 


Cys 


Thr 
220 


Pro 


Thr 


Lys 


Met 


Ser 


Pro 


He 


Asn 


Met 


Leu 


Tyr 


Phe 


Asn 


Gly 


Lys 


Glu 


Gin 


He 


He 


Tyr 


225 










230 










235 










240 


Gly 


Lys 


He 


Pro 


Ala 
245 


Met 


Val 


Val 


Asp 


Arg 
250 


Cys 


Gly 


Cys 


Ser 







<210> 23 
<211> 160 
<212> PRT 

<213> Artificial sequence 
<220> 

<221> MUTAGEN 
<222> (16) . . (36) 

<223> Tetanus toxoid P30 epitope (SEQ ID NO: 14) 
<220> 

<221> MUTAGEN 
<222> (37) . . (51) 

<223> Tetanus toxoid P2 epitope ( SEQ ID NO: 13) 
<220> 

<221> SIMILAR 
<222> (1) . . (15) 

<223> Identical to residues 216-230 of SEQ ID NO: 1 
<220> 

<221> SIMILAR 
<222> (52) . . (160) 

<223> Identical to residues 267-375 of SEQ ID NO: 1 
<220> 

<221> SITE 
<222> (124) 
<223> Cys or Ser 

<220> 

<221> SITE 



<222> (141) . . (142) , 
<223> Lys Glu ar Glu Gly 



<400> 23 



T . o n 


T.\7 C3 




Pto 

IT i. {J 


OX Li 


O Cl 


Z\ d n 


T oil 
lie Li 


uiy 


Tip 




11c 


T uc 

j_iy s 


■tt. J_ d 


T o 1 1 
LcU 




X 








C, 
O 










i n 

1 u 










1 




ii O i 1 


Acn 


n i ic 


Th r 


v a jl 


Q o. t* 


Php 

nic 


T rn 

i rp 


T on 
-Ufc: Li 


A y rr 


V ci X 


riu 


T uc 

j-iy o 


val 


Qo -r 


ri.J_a 








^ u 










9 R 


















Hi c- 


T oil 
ijC Li 


oX Li 


bill 


iyr 


T 1 0 

x jl e 


T TJO 


r\±. d 


/-iOll 


Cq v- 
JCi 


j-iys 


Ph o 

irne 


Tl Q 

lie 


Ko xy 


Tic 

xxe 






"3 R 










^ u 


















1 Hi. 




IjC Li 


nop 


tilt; 


Cl \7 


ire Li 


A on 
rlop 


^y b 


A OT^l 


oXU 


nis 


C >- 


i nr 


ulU 


Coy 




r n 










R C. 










bu 










raj. y 




P \7Q 


A Y*rr 
rii y 


iyr 


IT I. O 




i nr 


Val 


/isp 


r>"h o 

irne 


IjIU 


/i± a 


irne 


uiy 


i rp 


6 R 










/ u 










"7 c: 










o U 


A en 


irp 


Tip 

x x c 


X X C 




fx O 


ijys 


Hrg 


iyr 


j_iys 


M.J.3. 


7\ C r\ 


iyr 


uys 


O /-v -w- 

ber 


Cj±y 










85 










90 










95 




Glu 


Cys 


Glu 


Phe 


Val 


Phe 


Leu 


Gin 


Lys 


Tyr 


Pro 


His 


Thr 


His 


Leu 


Val 








100 










105 










110 






His 


Gin 


Ala 


Asn 


Pro 


Arg 


Gly 


Ser 


Ala 


Gly 


Pro 


Cys 


Cys 


Thr 


Pro 


Thr 






115 










120 










125 








Lys 


Met 


Ser 


Pro 


He 


Asn 


Met 


Leu 


Tyr 


Phe 


Asn 


Gly 


Lys 


Glu 


Gin 


He 




130 










135 










140 










He 


Tyr 


Gly 


Lys 


He 


Pro 


Ala 


Met 


Val 


Val 


Asp 


Arg 


Cys 


Gly 


Cys 


Ser 



145 150 155 160 



<210> 24 
<211> 13 
<212> PRT 
<213> Unknown 

<220> 

<223> PADRE Peptide 
<400> 24 

Ala Lys Phe Val Ala Ala Trp Thr Leu Lys Ala Ala Ala 
15 10 



